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SETD2 mouse mADb

Catalog No YP-mAb-18388

Isotype IgG

Reactivity Human;Mouse;Rat

Applications WB

Gene Name SETD2 HIF1 HYPB KIAA1732 KMT3A SET2 HSPC069

Immunogen Synthesized peptide derived from human SETD2

Specificity This antibody detects endogenous levels of SETD2 at Human

Formulation Liquid in PBS containing 50% glycerol, 0.5% BSA and 0.02% sodium azide.

Source

Purification The antibody was affinity-purified from mouse antiserum by affinity-
chromatography using epitope-specific immunogen.

Dilution WB 1:500-2000

Concentration 1 mg/ml

Purity 290%

Storage Stability -20°C/1 year

Synonyms EC:2.1.1.-;EC:2.1.1.359;HIF 1;HIF1;HIF-1;SETD2 HIF1 HYPB KIAA1732

KMT3A SET2 HSPCO069;Histone-lysine N-methyltransferase SETD2 (HIF-1)
(Huntingtin yeast partner B) (Huntingtin-interacting protein 1) (HIP-1) (Huntingtin-
interacting protein B) (Lysine N-methyltransferase 3A) (SET domain-containing
protein 2) (hSET2) (p231HBP)

Observed Band 287 kDa

Calculated Molecular 288 kDa

Weight

Cell Pathway Nucleus . Chromosome .

Tissue Specificity Ubiquitously expressed.

Function Histone methyltransferase that specifically trimethylates 'Lys-36' of histone H3

(H3K36me3) using dimethylated 'Lys-36' (H3K36me2) as substrate . It is
capable of trimethylating unmethylated H3K36 (H3K36me0) in vitro . Represents
the main enzyme generating H3K36me3, a specific tag for epigenetic
transcriptional activation (By similarity). Plays a role in chromatin structure
modulation during elongation by coordinating recruitment of the FACT complex
and by interacting with hyperphosphorylated POLR2A . Acts as a key regulator
of DNA mismatch repair in G1 and early S phase by generating H3K36me3, a
mark required to recruit MSH6 subunit of the MutS alpha complex: early
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recruitment of the MutS alpha complex to chromatin to be replicated allows a
quick identification of mismatch DNA to initiate the mismatch repair reaction .
Required for DNA double-strand break repair in response to DNA damage: acts
by mediating formation of H3K36me3, promoting recruitment of RAD51 and
DNA repair via homologous recombination (HR) . Acts as a tumor suppressor .
H3K36me3 also plays an essential role in the maintenance of a heterochromatic
state, by recruiting DNA methyltransferase DNMT3A . H3K36me3 is also
enhanced in intron-containing genes, suggesting that SETD2 recruitment is
enhanced by splicing and that splicing is coupled to recruitment of elongating
RNA polymerase . Required during angiogenesis (By similarity). Required for
endoderm development by promoting embryonic stem cell differentiation toward
endoderm: acts by mediating formation of H3K36me3 in distal promoter regions
of FGFRS, leading to regulate transcription initiation of FGFR3 (By similarity). In
addition to histones, also mediates methylation of other proteins, such as
tubulins and STAT1 . Trimethylates 'Lys-40' of alpha-tubulins such as TUBA1B
(alpha-TubK40me3); alpha-TubK40me3 is required for normal mitosis and
cytokinesis and may be a specific tag in cytoskeletal remodeling . Involved in
interferon-alpha-induced antiviral defense by mediating both monomethylation of
STAT1 at 'Lys-525' and catalyzing H3K36me3 on promoters of some interferon-
stimulated genes (ISGs) to activate gene transcription . ; (Microbial infection)
Recruited to the promoters of adenovirus 12 E1A gene in case of infection,
possibly leading to regulate its expression.

Background

matters needing Avoid repeated freezing and thawing!

attention

Usage suggestions This product can be used in immunological reaction related experiments. For

more information, please consult technical personnel.
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