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c-Fos (Phospho Ser32) Rabbit mAb

Catalog No
Isotype
Reactivity
Applications

Gene Name

Protein Name
Purification Process

Specificity

Formulation
Source

Dilution
Concentration
Purity

Storage Stability

Synonyms

Observed Band

Calculated Molecular
Weight

Cell Pathway

Tissue Specificity

Function

MMNBFRRREMERBEIRAF

bk Tl N

EA. —51. Hfdx. ELISAIRFIR. ShifE  ELISARMKERIRS | £t | PCR. QPCRIZ | WBHE

CCK8iFflZ. QPCRIEMIAF I

YP-rAb-18327

IgG
Human,Mouse,Rat
WB,IF,IP,ELISA

FOS

Proto-oncogene c-Fos
Protein A

c-Fos (Phospho Ser32) Antibody detects endogenous levels of c-Fos protein only
when phosphorylated at S32.The name of modified sites may be influenced by
many factors, such as species (the modified site was not originally found in
human samples) and the change of protein sequence (the previous protein
sequence is incomplete, and the protein sequence may be prolonged with the
development of protein sequencing technology). When naming, we will use the
"numbers" in historical reference to keep the sites consistent with the reports. The
antibody binds to the following modification sequence (lowercase letters are
modification sites):YHsPA

PBS, 50% glycerol, 0.05% Proclin 300, 0.05%BSA
Monoclonal, Rabbit,IgG

WB 1:2000-1:10000; IF 1:200-1:1000; ELISA 1:5000-1:20000; IP 1:50-1:200;
0.5 mg/ml

290%

-15° Cto-25° C/1 year(Do not lower than -25° C)

FOS ; GOS7 ; Proto-oncogene c-Fos ; Cellular oncogene fos ; GO/G1 switch
regulatory protein 7

55kD

41kD

Nucleus. Endoplasmic reticulum. Cytoplasm, cytosol. In quiescent cells, present
in very small amounts in the cytosol. Following induction of cell growth, first
localizes to the endoplasmic reticulum and only later to the nucleus. Localization
at the endoplasmic reticulum requires dephosphorylation at Tyr-10 and Tyr-30.

Lung adenocarcinoma,Pancreas,Tongue,
Nuclear phosphoprotein which forms a tight but non-covalently linked complex

with the JUN/AP-1 transcription factor. In the heterodimer, c-fos and JUN/AP-1
basic regions each seems to interact with symmetrical DNA half sites. Has a
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critical function in regulating the development of cells destined to form and
maintain the skeleton. It is thought to have an important role in signal
transduction, cell proliferation and differentiation.,PTM:Constitutively sumoylated
by SUMO1, SUMO2 and SUMO3. Desumoylated by SENP2. Sumoylation
requires heterodimerization with JUN and is enhanced by mitogen stimulation.
Sumoylation inhibits the AP-1 transcriptional activity and is, itself, inhibited by
Ras-activated phosphorylation on Thr-232.,PTM:Phosphorylated in the C-terminal
upon stimulation bP/ nerve growth factor Q\IGF and epidermal growth factor

EGF). Phosphorylated, in vitro, bg/ MAPK and RSK1. Phosphorylation on both

er-362 and Ser-374 by MAPK1/2 and RSK1/2 leads to protein stabilization with
phosphorylation on Ser-374 being the major site for protein stabilization on NGF
stimulation. Phospho_liylation on Ser-362 and Ser-374 primes further
phosphorylations on Thr-325 and Thr-331 through promoting docking of MAPK to
the DEF domain. Phosphorylation on Thr-232, induced by HA-RAS, activates the
transcriptional activity and antagonizes sumoylation. Phosphorylation on Ser-362
by RSK2 in osteoblasts contributes to osteoblast
transformation.,similarity:Belongs to the bZIP family.,similarity:Belongs to the
bZIP family. Fos subfamily.,simllaritb:Contains 1 bZIP
domain.,subunit:Heterodimer with JUN. Interacts with DSIPI; this interaction
inhibits the binding of active AP1 to its target DNA. Interacts with MAFB.,

Background The Fos gene family consists of 4 members: FOS, FOSB, FOSL1, and FOSL2.
These genes encode leucine zipper proteins that can dimerize with proteins of the
JUN family, thereby forming the transcription factor complex AP-1. As such, the
FOS proteins have been implicated as regulators of cell proliferation,
differentiation, and transformation. In some cases, expression of the FOS gene
has also been associated with apoptotic cell death. [provided by RefSeq, Jul

20081,
matters needing Avoid repeated freezing and thawing!
attention
Usage suggestions This product can be used in immunological reaction related experiments. For
more information, please consult technical personnel.
@ @ Various whole cell lysates were separated by 4-20%
I P SDS-PAGE, and the membrane was blotted with
kDa anti-c-Fos (Phospho Ser32) antibody. The
HRP-conjugated Goat anti-Rabbit IgG (H + L) antibody
180 — was used to detect the antibody. Lane 1: Hela Lane 2:
Hela was starved overnight with serum and treated with
130 — PMA(200nM) for 4 hou
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