
Stromal Interaction Molecule 1 Rabbit mAb

Catalog No YP-rAb-17969

Isotype IgG

Reactivity Human,Mouse,Rat

Applications WB,IHC,IF,IP,ELISA

Gene Name STIM1 GOK

Protein Name Stromal interaction molecule 1

Purification Process Protein A

Specificity Endogenous

Formulation PBS, 50% glycerol, 0.05% Proclin 300, 0.05%BSA

Source Monoclonal, Rabbit,IgG

Dilution IHC 1:200-1:1000; WB 1:1000-1:5000; IF 1:200-1:1000; ELISA 1:5000-1:20000;
IP 1:50-1:200, Note: For IHC, we suggest antigen retrieval with TE buffer pH 9.0

Concentration 0.5 mg/ml

Purity ≥90%

Storage Stability -15°C to -25°C/1 year(Do not lower than -25°C)

Synonyms Stromal interaction molecule 1

Observed Band 77kD

Calculated Molecular
Weight

77kD

Cell Pathway Membrane

Tissue Specificity Ubiquitously expressed in various human primary cells and tumor cell lines.

Function Plays a role in mediating store-operated Ca(2+) entry (SOCE), a Ca(2+) influx
following depletion of intracellular Ca(2+) stores . Acts as Ca(2+) sensor in the
endoplasmic reticulum via its EF-hand domain. Upon Ca(2+) depletion,
translocates from the endoplasmic reticulum to the plasma membrane where it
activates the Ca(2+) release-activated Ca(2+) (CRAC) channel subunit ORAI1 .
Involved in enamel formation . Activated following interaction with STIMATE,
leading to promote STIM1 conformational switch .

Background This gene encodes a type 1 transmembrane protein that mediates Ca2+ influx
after depletion of intracellular Ca2+ stores by gating of store-operated Ca2+ influx
channels (SOCs). It is one of several genes located in the imprinted gene domain
of 11p15.5, an important tumor-suppressor gene region. Alterations in this region
have been associated with the Beckwith-Wiedemann syndrome, Wilms tumor,



rhabdomyosarcoma, adrenocrotical carcinoma, and lung, ovarian, and breast
cancer. This gene may play a role in malignancies and disease that involve this
region, as well as early hematopoiesis, by mediating attachment to stromal cells.
Mutations in this gene are associated with fatal classic Kaposi sarcoma,
immunodeficiency due to defects in store-operated calcium entry (SOCE) in
fibroblasts, ectodermal dysplasia and tubular aggregate myopathy. This gene is
oriented in a head-to-tail configuration with the ribonucleotide reductase 1 gene
(RRM1), with the 3' end of this gene situated 1.6 kb from the 5' end of the RRM1
gene. Alternative splicing of this gene results in multiple transcript variants.
[provided by RefSeq, May 2013]

matters needing
attention

Avoid repeated freezing and thawing!

Usage suggestions This product can be used in immunological reaction related experiments. For
more information, please consult technical personnel.

Various whole cell lysates were separated by 4-20%
SDS-PAGE, and the primary antibody was used at 4℃,
over night with a 1:5000 dilution . The Dylight
800-conjugated Goat anti-Rabbit antibody

Various whole cell lysates were separated by 4-20%
SDS-PAGE, and the membrane was blotted with
anti-Stromal Interaction Molecule 1 antibody. The
HRP-conjugated Goat anti-Rabbit IgG(H + L) antibody
was used to detect the antibody. Lane 1: C6 Lane 2:
Hela Lane 3: U-14 Lane 4: A20 Predicted band size:
77kDa Observed band size: 77kDa

Human breast was stained with anti-Stromal Interaction
Molecule 1 rabbit antibody



Human spleen was stained with anti-Stromal Interaction
Molecule 1 rabbit antibody

Mouse spleen was stained with anti-Stromal Interaction
Molecule 1 rabbit antibody


