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YP-rAb-17771
IgG
Human,Mouse,Rat

WB,IHC,IF,IP,ELISA

NDUFS2

NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial (Complex
1-49kD) ( CI -49kD) (NADH-ubiquinone oxidoreductase 49 kDa subunit)

Protein A

Endogenous

PBS, 50% glycerol, 0.05% Proclin 300, 0.05%BSA
Monoclonal, Rabbit,IgG

IHC 1:200-1:1000; WB 1:2000-1:10000; IF 1:200-1:1000; ELISA 1:5000-1:20000;
IP 1:50-1:200; Note: For IHC, we suggest antigen retrieval with TE buffer pH 9.0

0.5 mg/ml
290%

-15° Cto-25° C/1 year(Do not lower than -25° C)

49kD

53kD

Mitochondrion inner membrane ; Peripheral membrane protein ; Matrix side .
Cerebellum,Esophagus,Muscle,Placenta,

Catalytic activity:NADH + acceptor = NAD(+) + reduced acceptor.,Catalytic
activity:NADH + ubiquinone = NAD(+) + ubiquinol.,cofactor:Binds 1 4Fe-4S
cluster.,Disease:Defects in NDUFS2 are a cause of complex | mitochondrial
respiratory chain deficiency [MIM:252010]. Complex | (NADH-ubiquinone
oxidoreductase), the largest complex of the mitochondrial respiratory chain,
contains more than 40 subunits. It is embedded in the inner mitochondrial
membrane and is partly protruding in the matrix. Complex | deficiency is the most
common cause of mitochondrial disorders. It represents largely one-third of all
cases of respiratory chain deficiency and is responsible for a variety of clinical
symptoms, ranging from neurolo%lcal disorders to cardiomyopathy, liver failure,
and m%opathy ,Function:Core subunit of the mitochondrial membrane resplratory
chain NADH dehydrogenase (Complex I) that is believed to belong to the minimal
assembly required for catalysis. Complex | functions in the transfer of electrons
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from NADH to the respiratory chain. The immediate electron acceptor for the
enzyme is believed to be ubiquinone.,similarity:Belongs to the complex | 49 kDa
subunit family.,subunit:Complex | is composed of 45 different subunits.
Component of the iron-sulfur (IP) fragment of the enzyme.,

Background The protein encoded by this gene is a core subunit of the mitochondrial
membrane respiratory chain NADH dehydrogenase (complex |). Mammalian
mitochondrial complex | is composed of at least 43 different subunits, 7 of which
are encoded by the mitochondrial genome, and the rest are the products of
nuclear genes. The iron-sulfur protein fraction of complex | is made up of 7
subunits, including this gene product. Complex | catalyzes the NADH oxidation
with concomitant ubiquinone reduction and proton ejection out of the
mitochondria. Mutations in this gene are associated with mitochondrial complex |
deficiency. Alternatively spliced transcript variants encoding different isoforms
have been found for this gene.[provided by RefSeq, Oct 2009],

matters needing Avoid repeated freezing and thawing!
attention
Usage suggestions This product can be used in immunological reaction related experiments. For

more information, please consult technical personnel.
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Various whole cell lysates were separated by 4-20%

b‘z’ SDS-PAGE, and the membrane was blotted with
@& o anti-NDUFS2 antibody. The HRP-conjugated Goat
& D anti-Rabbit IgG (H + L) antibody was used to detect the
@0 2 antibody. Lane 1: Hela Lane 2: Jurkat Lane 3: Rat
N\ e eletal Muscle Lane 4: Mouse Skeletal Muscle
X Skeletal Muscle L 4: M Skeletal Muscl
é@ c}.@' Predicted band size: 53kDa Observed band size: 49kDa
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