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EXOSC4 Mouse mAb

Catalog No YP-mAb-18602

Isotype IgG

Reactivity Human,Mouse

Applications WB

Gene Name EXOSC4 RRP41 SKI6

Protein Name Exosome complex component RRP41 (Exosome component 4) (Ribosomal
RNA-processing protein 41) (p12A)

Immunogen Synthesized peptide derived from human EXOSC4

Specificity This antibody detects endogenous levels of EXOSC4 at Human, Mouse

Formulation Liquid in PBS containing 50% glycerol, 0.5% BSA and 0.02% sodium azide.

Source

Purification The antibody was affinity-purified from rabbit antiserum by
affinity-chromatography using epitope-specific immunogen.

Dilution WB 1:500-2000

Concentration 1 mg/ml

Purity ≥90%

Storage Stability -20°C/1 year

Synonyms

Observed Band 27kD

Cell Pathway Non-catalytic component of the RNA exosome complex which has 3'->5'
exoribonuclease activity and participates in a multitude of cellular RNA processing
and degradation events. In the nucleus, the RNA exosome complex is involved in
proper maturation of stable RNA species such as rRNA, snRNA and snoRNA, in
the elimination of RNA processing by-products and non-coding 'pervasive'
transcripts, such as antisense RNA species and promoter-upstream transcripts
(PROMPTs), and of mRNAs with processing defects, thereby limiting or excluding
their export to the cytoplasm. The RNA exosome may be involved in Ig class
switch recombination (CSR) and/or Ig variable region somatic hypermutation
(SHM) by targeting AICDA deamination activity to transcribed dsDNA substrates.
In the cytoplasm, the RNA exosome complex is involved in general mRNA
turnover and specifically degrades inherently unstable mRNAs containing AU-rich
elements (AREs) within their 3' untranslated regions, and in RNA surveillance
pathways, preventing translation of aberrant mRNAs. It seems to be involved in
degradation of histone mRNA. The catalytic inactive RNA exosome core complex
of 9 subunits (Exo-9) is proposed to play a pivotal role in the binding and
presentation of RNA for ribonucleolysis, and to serve as a scaffold for the
association with catalytic subunits and accessory proteins or complexes.
EXOSC4 binds to ARE-containing RNAs.
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Tissue Specificity

Function Non-catalytic component of the RNA exosome complex which has 3'->5'
exoribonuclease activity and participates in a multitude of cellular RNA processing
and degradation events. In the nucleus, the RNA exosome complex is involved in
proper maturation of stable RNA species such as rRNA, snRNA and snoRNA, in
the elimination of RNA processing by-products and non-coding 'pervasive'
transcripts, such as antisense RNA species and promoter-upstream transcripts
(PROMPTs), and of mRNAs with processing defects, thereby limiting or excluding
their export to the cytoplasm. The RNA exosome may be involved in Ig class
switch recombination (CSR) and/or Ig variable region somatic hypermutation
(SHM) by targeting AICDA deamination activity to transcribed dsDNA substrates.
In the cytoplasm, the RNA exosome complex is involved in general mRNA
turnover and specifically degrades inherently unstable mRNAs containing AU-rich
elements (AREs) within their 3' untranslated regions, and in RNA surveillance
pathways, preventing translation of aberrant mRNAs. It seems to be involved in
degradation of histone mRNA. The catalytic inactive RNA exosome core complex
of 9 subunits (Exo-9) is proposed to play a pivotal role in the binding and
presentation of RNA for ribonucleolysis, and to serve as a scaffold for the
association with catalytic subunits and accessory proteins or complexes.
EXOSC4 binds to ARE-containing RNAs.

Background

matters needing
attention

Avoid repeated freezing and thawing!

Usage suggestions This product can be used in immunological reaction related experiments. For
more information, please consult technical personnel.


